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In rate year, there are great hopes that the disease proteomics and antibody medicine contribute to medical care.
The disease proteomics is able to identify disease associated proteins and to analyze the function and network of
these proteins. In this symposium, we would like to introduce “Antibody-based proteomics for discovery of tumor
blood vessel biomarkers and development of this antibody “as one example of the new biomarker search method.

The tumor blood vessel works as the lifeline for cancer. If we succeed in the identification of these tumor vessel
markers and developed in these antibodies, it is enabled that early diagnosis and targeting therapy of the cancer. At

first we tried to develop the antibody which became the powerful tool of the tumor blood vessel markers search.
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As a result, we succeeded to get antibody phage clones Fig: scFv phage display system

which have specific affinity to the tumor vessel antigen.



